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<212> DNA 

<213> Homo sapiens 



<400> 1 
gaagattcca 


ttgtgggcct 


gsgaggccta 


gcaagggcgg 


accgcgaaac 


tgggactttt 


60 


ttcggagcgc 


cggggcccta 


ccagcgttca 


cagtccgccg 


ctcccaccct 


tctcacgtct 


120 


gacggactct 


gctgacagcc 


cttgccctgt 


tggatgaata 


ggcacctctg 


gaagagccaa 


180 


ctgtgtgaga 


tggtgcagcc 


cagtggtggc 


ccggcagcag 


atcaggacgt 


actgggcgaa 


240 


gagtctcctc 


tggggaagcc 


agccatgctg 


cacctgcctt 


cagaacaggg 


cgctcctgag 


300 


accctccagc 


gctgcctgga 


ggagaatcaa 


gagctccgag 


atgccatccg 


gcagagcaac 


360 


cagattctgc 


gggagcgctg 


cgaggagctt 


ctgcatttcc 


aagccagcca 


gagggaggag 


420 


aaggagttcc 


tcatgtgcaa 


gttccaggag 


gccaggaaac 


tggtggagag 


actcggcctg 


480 


gagaagctcg 


atctgaagag 


gcagaaggag 


caggctctgc 


gggaggtgga 


gcacctgaag 


540 


agatgccagc 


agcagatggc 


tgaggacaag 


gcctctgtga 


aagcccaggt 


gacgtccttg 


600 


ctcggggagc 


tgcaggagag 


ccagagtcgc 


ttggaggctg 


ccactaagga 


atgccaggct 


660 


ctggagggtc 


gggcccgggc 


ggccagcgag 


caggcgcggc 


agctggagag 


tgagcgcgag 


720 


gcgctgcagc 


agcagcacag 


cgtgcaggtg 


gaccagctgc 


gcatgcaggg 


ccagagcgtg 


780 


gaggccgcgc 


tccgcatgga 


gcgccaggcc 


gcctcggagg 


agaagaggaa 


gctggcccag 


840 


ttgcaggtgg 


cctatcacca 


gctcttccaa 


gaatacgaca 


accacatcaa 


gagcagcgtg 


900 


gtgggcagtg 


agcggaagcg 


aggaatgcag 


ctggaagatc 


tcaaacagca 


gctccagcag 


960 


gccgaggagg 


ccctggtggc 


caaacaggag 


gtgatcgata 
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agctgaagga 


ggaggccgag 


1020 
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cagcacaaga 


ttgtgatgga 


gaccgttccg 


gtgctgaagg 


cccaggcgga 


tatctacaag 


1080 


gcggacttcc 


aggctgagag 


gcaggcccgg 


gagaagctgg 


ccgagaagaa 


ggagctcctg 


1140 


caggagcagc 


tggagcagct 


gcagagggag 


tacagcaaac 


tgaaggccag 


ctgtcaggag 


1200 


tcggccagga 


tcgaggacat 


gaggaagcgg 


catgtcgagg 


tctcccaggc 


ccccttgccc 


1260 


cccgcccctg 


cctacctctc 


ctctcccctg 


gccctgccca 


gccagaggag 


gagccccccc 


1320 


gaggagccac 


ctgacttctg 


ctgtcccaag 


tgccagtatc 


aggcccctga 


tatggacacc 


1380 


ctgcagatac 


atgtcatgga 


gtgcattgag 


tagggccggc 


cagtgcaagg 


ccactgcctg 


1440 


ccgaggacgt 


gcccgggacc 


gtgcagtctg 


cgctttcctc 


tcccgcctgc 


ctagcccagg 


1500 


atgaagggct 


gggtggccac 


aactgggatg 


ccacctggag 


ccccacccag 


gagctggccg 


1560 


cggcacctta 


cgcttcagct 


gttgattccg 


ctggtcccct 


cttttggggt 


agatgcggcc 


1620 


ccgatcaggc 


ctgactcgct 


gctctttttg 


ttcccttctg 


tctgctcgaa 


ccacttgcct 


1680 


cgggctaatc 


cctccctctt 


cctccacccg 


gcactgggga 


agtcaagaat 


ggggcctggg 


1740 








anrt nnci't'nn 


v_ciy v_ l_ V— V_ l_ V_ \_ 


L\_uv-Civ_v_yy c* 


1800 


caccgacccg 


cccgctgctg 


tgccctggga 


gtgctgccct 


cttaccatgc 


acacgggtgc 


1860 


tctccttttg 


ggctgcatgc 


tattccattt 


tgcagccaga 


ccgatgtgta 


tttaaccagt 


1920 


cactattgat 


ggacatttgg 


gttgtttccc 


atctttttgt 


taccatmaat 


artggcmtag 


1980 


akaaaaatcc 


ttgtgcatta 


aaaaaaaaa 








2009 


<210> 2 

<211> 2034 

<212> DNA 

<213> Homo sapiens 












<400> 2 
ttctactcct 


ccctcctcct 


cactgcgggg 


tctgacccta 


ctccttgtgt 


gaggactcct 


60 


ctagttcaga 


gacatattct 


gttcaccaaa 


cttgactgcg 


ctctatcgag 


gtcgttaaat 


120 


tcttcggaaa 


tgcctcacat 


atagtttggc 


agctagccct 


tgccctgttg 


gatgaatagg 


180 


cacctctgga 


agagccaact 


gtgtgagatg 


gtgcagccca 


gtggtggccc 


ggcagcagat 


240 


caggacgtac 


tgggcgaaga 


gtctcctctg 


gggaagccag 


ccatgctgca 


cctgccttca 


300 


gaacagggcg 


ctcctgagac 


cctccagcgc 


tgcctgggag 


gagaatcaag 


agctccgaga 


360 


tgccatccgg 


cagtagcaac 


cagattcttg 


cgggagctgc 


cgaagggagc 


tttctgcatt 


420 


ttccaagcca 


gccagaggga 


ggagaaggag 


ttcctcatgt 


gcaagttcca 


ggaggccagg 


480 


aaactggtgg 


agagactcgg 


cctggagaag 


ctcgatctga 


agaggcagaa 


ggagcaggct 


540 


ctgcgggagg 


tggagcacct 


gaagagatgc 


cagcagcaga 


tggctgagga 


caaggcctct 


600 


gtgaaagccc 


aggtgacgtc 


cttgctcggg 


gagctgcagg 


agagccagag 


tcgcttggag 


660 


gctgccacta 


aggaatgcca 


ggctctggag 


ggtcgggccc 


gggcggccag 


cgagcaggcg 


720 


cggcagctgg 


agagtgagcg 


cgaggcgctg 


cagcagcagc 
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acagcgtgca 


ggtggaccag 


780 



ctgcgcatgc 


agggccagag 
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cgtggaggcc gcgctccgca tggagcgcca 


ggccgcctcg 


840 


gaggagaaga 


ggaagctggc 


ccagttgcag 


gtggcctatc 


accagctctt 


ccaagaatac 


900 


gacaaccaca 


tcaagagcag 


cgtggtgggc 


agtgagcgga 


agcgaggaat 


gcagctggaa 


960 


gatctcaaac 


agcagctcca 


gcaggccgag 


gaggccctgg 


tggccaaaca 


ggaggtgatc 


1020 


gataagctga 


aggaggaggc 


cgagcagcac 


aagattgtga 


tggagaccgt 


tccggtgctg 


1080 


aaggcccagg 


cggatatcta 


caaggcggac 


ttccaggctg 


agaggcaggc 


ccgggagaag 


1140 


ctggccgaga 


agaaggagct 


cctgcaggag 


cagctggagc 


agctgcagag 


ggagtacagc 


1200 


aaactgaagg 


ccagctgtca 


ggagtcggcc 


aggatcgagg 


acatgaggaa 


gcggcatgtc 


1260 


gaggtctccc 


aggccccctt 


gccccccgcc 


cctgcctacc 


tctcctctcc 


cctggccctg 


1320 


cccagccaga 


ggaggagccc 


ccccgaggag 


ccacctgact 


tctgctgtcc 


caagtgccag 


1380 


tatcaggccc 


ctgatatgga 


caccctgcag 


atacatgtca 


tggagtgcat 


tgagtagggc 


1440 


cggccagtgc 


aaggccactg 


cctgccgagg 


acgtgcccgg 


gaccgtgcag 


tctgcgcttt 


1500 


cctctcccgc 


ctgcctagcc 


caggatgaag 


ggctgggtgg 


ccacaactgg 


gatgccacct 


1560 


ggagccccac 


ccaggagctg 


gccgcggcac 


cttacgcttc 


agctgttgat 


tccgctggtc 


1620 


ccctcttttg 


gggtagatgc 


ggccccgatc 


aggcctgact 


cgctgctctt 


tttgttccct 


1680 


tctgtctgct 


cgaaccactt 


gcctcgggct 


aatccctccc 


tcttcctcca 


cccggcactg 


1740 


gggaagtcaa 


gaatggggcc 


tggggctctc 


agggagaact 


gcttcccctg 


gcagagctgg 


1800 


ntnnranrtr 


ttrrtrrr^ c 

L LV_V. V_CH_. 


cggacaccga 


cccgcccgct 


gctgtgccct 


yyy a y L y v - *-y 


1860 


ccctcttacc 


atgcacacgg 


gtgctctcct 


tttgggctgc 


atgctattcc 


attttgcagc 


1920 


cagaccgatg 


tgtatttaac 


cagtcactat 


tgatggacat 


ttgggttgtt 


tcccatcttt 


1980 


ttgttaccat 


maatartggc 


mtagakaaaa 


atccttgtgc 


attaaaaaaa 


aaaa 
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<210> 3 
<211> 2116 
<212> DNA 

<213> Homo sapiens 












<220> 

<221> mi sc_feature 
<222> (691) . . (691) 
<223> n is unknown. 












<400> 3 
gccacgaagg 


cccagacttt 


gaccgttctt 


caccaccact 


ccagcctcct 


cctgtgaact 


60 


cactgaccac 


cgagaacaga 


ttccactctt 


taccattcag 


tctcaccaag 


atgcccaata 


120 


ccaatggaag 


tattggccac 


agtccacttt 


ctctgtcagc 


ccagtctgta 


atggaagagc 


180 


taaacactgc 


acccgtccaa 


gagagtccac 


ccttggccat 


gcctcctggg 


aactcacatg 


240 


gtctagaagt 


gggctcattg 


gctgaagtta 


aggagaaccc 


tcctttctat 


ggggtaatcc 


300 


gttggatcgg 


tcagccacca 


ggactgaatg 


aagtgctcgc 


tggactggaa 


ctggaagatg 


360 


agtgtgcagg 


ctgtacggat 


ggaaccttca 


gaggcactcg 
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gtatttcacc 


tgtgccctga 


420 
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agaaggcgct 


gtttgtgaaa 


ctgaagagct 


gcaggcctga 


ctctaggttt 


gcatcattgc 


480 


agccggtttc 


caatcaagat 


tgagcgctgt 


aactctttag 


catttggagg 


ctacttaagt 


540 


gaagtagtga 


agaaaatact 


ccaccaaaaa 


tggaaaaaga 


argcttggag 


ataatgattg 


600 


gggaaagaag 


aaaggcatcc 


aagggtcatt 


acaattcttg 


ktacttagac 


tcaaccttat 


660 


tctkgcttat 


ttkgctttta 


gttctgttct 


nggacactgg 


tgttacttta 


gaccccaaag 


720 


aaaaagaaac 


gatgttagaa 


tattwtwkwg 


mmacccaaga 


gctactgagg 


acagaaattg 


780 


ttaatcctct 


gagaatatat 


ggatatgtgt 


gtgccacaaa 


aattatgaaa 


ctgaggaaaa 


840 


tacttgaaaa 


ggtggaggct 


gcatcaggat 


ttacctctga 


agaaaaagat 


cctgaggaat 


900 


tcttgaatat 


tctgtttcat 


catattttaa 


gggtagaacc 


tttgctaaaa 


ataagatcag 


960 


caggtcaaaa 


ggtacaagat 


tgttacttct 


atcaaatttt 


tatggaaaaa 


aatgagaaag 


1020 


ttggcgttcc 


cacaattcag 


cagttgttag 


aatggtcttt 


tatcaacagt 


aacctgaaat 


1080 


ttgcagaggc 


accatcatgt 


ctgattattc 


agatgcctcg 


atttggaaaa 


gactttaaac 


1140 


tatttaaaaa 


atttttcctt 


ctctggaatt 


agatataaca 


gatttacttg 


aagacacccc 


1200 


agacagtgcc 


ggatatgtgg 


agggcttgca 


atgtatgagt 


gtaagaatgc 


tacgacgatc 


1260 


cggacaccag 


ctggaaaaac 


aagcagtttt 


gtaaaacctg 


caacactcaa 


gtccaccttc 


1320 


atccgaagag 


gctgaatcat 


aaatataacc 


cagtgtcact 


tcccaaagac 


ttaccccgac 


1380 


tgggagattg 


gagacacggc 


tgcatccctt 


gccagaatat 


ggagttattt 


gctgttctct 


1440 


gcatagaaac 


aagccactat 


gttgcttttg 


tgaagtatgg 


gaaggacgat 


tctgcctggc 


1500 


tcttctttgg 


acagcatggc 


cgatccggga 


tggtggtcag 


aatggctcaa 


cattccccca 


1560 


agtcmcccmt 


gscccagaag 


taggagagta 


cttggaagat 


gtctcctgga 


agaccctgsa 


1620 


wtyccttgga 


ctcccaggag 


aatcccaagg 


ctgtgcacga 


agactgcttt 


gtgatgccat 


1680 


atatgtgcca 


tgtacccaga 


gtccaacaat 


gagtttgtac 


aaataactgg 


gggtcatcgg 


1740 


gaaaggcaaa 


gaaactggaa 


ggcagagtcc 


ctaacgttgc 


atcttattcg 


gagctggcag 


1800 


ttctgttcac 


ggtccattgc 


cggcaatgga 


tgtctttgtg 


gtgatgatcc 


ttcagaaaag 


1860 


gatgcctctg 


tttaaaaaca 


aattgctttt 


gtgtccctga 


agtatttaat 


aagaagcatt 


1920 


ttgcactcta 


gaaagtatgt 


ttgtgttggt 


tttttaagaa 


gtctaaatga 


agttattaat 


1980 


acctgaagct 


ttaagttaag 


tgcattgatc 


atatgatatt 


tttggaagca 


tacaatttta 


2040 


attgtggaag 


tttaaagcct 


cttttagtcc 


attgagaatg 


taaataaatg 


tgtcttcttt 


2100 


atggaaaaaa 


aaaaaa 










2116 



<210> 4 

<211> 419 

<212> PRT 

<213> Homo sapiens 

<400> 4 



Met Asn Arg His Leu Trp Lys Ser Gin Leu Cys Glu Met val Gin Pro 
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1 5 10 15 

ser Gly Gly Pro Ala Ala Asp Gin Asp val Leu Gly Glu Glu Ser Pro 
20 25 30 

Leu Gly Lys Pro Ala Met Leu His Leu Pro ser Glu Gin Gly Ala Pro 
35 40 45 

Glu Thr Leu Gin Arg Cys Leu Glu Glu Asn Gin Glu Leu Arg Asp Ala 
50 55 60 

lie Arg Gin ser Asn Gin lie Leu Arg Glu Arg cys Glu Glu Leu Leu 
65 70 75 80 

His Phe Gin Ala Ser Gin Arg Glu Glu Lys Glu Phe Leu Met Cys Lys 
85 90 95 

Phe Gin Glu Ala Arg Lys Leu val Glu Arg Leu Gly Leu Glu Lys Leu 
100 ~ 105 110 

Asp Leu Lys Arg Gin Lys Glu Gin Ala Leu Arg Glu val Glu His Leu 
115 120 125 

Lys Arg Cys Gin Gin Gin Met Ala Glu Asp Lys Ala Ser Val Lys Ala 
130 135 140 

Gin val Thr ser Leu Leu Gly Glu Leu Gin Glu Ser Gin Ser Arg Leu 
145 150 155 160 

Glu Ala Ala Thr Lys Glu Cys Gin Ala Leu Glu Gly Arg Ala Arg Ala 
165 170 175 

Ala Ser Glu Gin Ala Arg Gin Leu Glu Ser Glu Arg Glu Ala Leu Gin 
180 ~ 185 190 

Gin Gin His Ser val Gin val Asp Gin Leu Arg Met Gin Gly Gin Ser 
195 200 205 

Val Glu Ala Ala Leu Arg Met Glu Arg Gin Ala Ala Ser Glu Glu Lys 
210 215 220 

Arg Lys Leu Ala Gin Leu Gin val Ala Tyr His Gin Leu Phe Gin Glu 
225 230 235 240 

Tyr Asp Asn His lie Lys Ser Ser Val val Gly Ser Glu Arg Lys Arg 
245 250 255 

Gly Met Gin Leu Glu Asp Leu Lys Gin Gin Leu Gin Gin Ala Glu Glu 
260 265 270 

Ala Leu val Ala Lys Gin Glu val lie Asp Lys Leu Lys Glu Glu Ala 
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275 280 285 

Glu Gin His Lys lie Val Met Glu Thr val Pro val Leu Lys Ala Gin 
290 295 300 

Ala Asp lie Tyr Lys Ala Asp Phe Gin Ala Glu Arg Gin Ala Arg Glu 
305 310 315 320 

Lys Leu Ala Glu Lys Lys Glu Leu Leu Gin Glu Gin Leu Glu Gin Leu 
325 330 335 

Gin Arg Glu Tyr ser Lys Leu Lys Ala Ser cys Gin Glu Ser Ala Arg 
340 345 350 

lie Glu Asp Met Arg Lys Arg His val Glu val ser Gin Ala Pro Leu 
355 360 365 

Pro Pro Ala Pro Ala Tyr Leu ser ser Pro Leu Ala Leu Pro Ser Gin 
370 375 380 

Arg Arg Ser Pro Pro Glu Glu Pro Pro Asp Phe Cys Cys Pro Lys Cys 
385 390 395 400 

Gin Tyr Gin Ala Pro Asp Met Asp Thr Leu Gin lie His val Met Glu 
405 410 415 

Cys lie Glu 



<210> 5 

<211> 412 

<212> PRT 

<213> Mouse 

<400> 5 

Met Asn Lys His Pro Trp Lys Asn Gin Leu Ser Glu Thr val Gin Glu 
15 10 15 

ser Gly Gly Pro Ala Glu Asp Gin Asp Met Leu Gly Glu Glu Ser Ser 
20 25 30 

Leu Gly Lys Pro Ala Met Leu His Leu Pro Ser Glu Gin Gly Thr Pro 
35 40 45 

Glu Thr Leu Gin Arg cys Leu Glu Glu Met Gin Glu Leu Arg Asp Ala 
50 55 60 

lie Arg Gin ser Asn Gin Met Leu Arg Glu Arg Cys Glu Glu Leu Leu 
65 70 75 80 

His Phe Gin val Ser Gin Arg Trp Lys Glu Phe Leu Met Cys Lys Phe 
85 90 95 
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Gin Glu Ala Arg Lys Leu val Glu Arg Leu Ser Leu Glu Lys Leu Glu 
100 105 110 

Lvs Leu Asp Leu Arg ser Gin Arg Glu Gin Ala Leu Lys Glu Leu Glu 
115 120 125 

Gin Leu Lys Lys Cys Gin Gin Gin Met Ala Glu Asp Lys Ala Ser Val 
130 135 140 

Lys Ala Gin val Thr Ser Leu Leu Gly Glu Leu Gin Glu Ser Gin Ser 
145 150 r 155 160 

Arg Leu Glu Ala Ala Thr Lys Asp Arg Gin Ala Leu Glu Gly Arg lie 
165 170 175 

Arg Ala val ser Glu Gin val Arg Gin Leu Glu Ser Glu Arg Glu val 
180 185 190 

Leu Gin Gin Gin His Ser val Gin val Asp Gin Leu Arg Met Gin Asn 
195 200 205 

Gin Ser Val Glu Ala Ala Leu Arg Met Glu Arg Gin Ala Ala Ser Glu 
210 215 ~ 220 

Glu Lys Arg Lys Leu Ala Gin Leu Gin Ala Ala Tyr His Gin Leu Phe 
225 230 235 240 

Gin Asp Tyr Asp ser His lie Lys Ser Ser Lys Gly Met Gin Leu Glu 
245 250 255 

Asp Leu Arg Gin Gin Leu Gin Gin Ala Glu Glu Ala Leu Val Ala Lys 
260 265 270 

Gin Glu Leu lie Asp Lys Leu Lys Glu Glu Ala Glu Gin His Lys lie 
275 280 285 

val Met Glu Thr val Glu val Leu Lys Ala Gin Ala Asp lie Tyr Lys 
290 295 300 

Ala Asp Phe Gin Ala Glu Arg His Ala Arg Glu Lys Leu val Glu Lys 
305 310 315 320 

Lys Glu Tyr Leu Gin Glu Gin Leu Glu Gin Leu Gin Arg Glu Phe Asn 
325 330 335 

Lys Leu Lys val Gly Cys His Glu Ser Ala Arg lie Glu Asp Met Arg 
340 345 350 

Lys Arq His val Glu Thr Gin Pro Pro Leu Leu Pro Ala Pro Ala His 
355 360 365 
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His Ser Phe His Leu Ala Leu Ser Asn Gin Arg Arg ser Pro Pro Glu 
370 375 380 

Glu Pro Pro Asp Phe Cys Cys Pro Lys cys Gin Tyr Gin Ala Pro Asp 
385 390 395 400 

Met Asp Thr Leu Gin lie His val Met Glu Cys lie 
405 410 

<210> 6 
<211> 224 
<212> PRT 
<213> Mouse 

<400> 6 

Leu Ser Gin Met Leu Arg Glu Arg Cys Glu Glu Leu Leu His Phe Gin 
15 10 15 

Val Ser Gin Arg Glu Glu Lys Glu Phe Leu Met Cys Lys Phe Gin Glu 
20 25 30 

Ala Arg Lys Leu val Glu Arg Leu Ser Leu Glu Lys Leu Asp Leu Arg 
35 40 45 

Ser Gin Arg Glu Gin Ala Leu Lys Glu Leu Glu Gin Leu Lys Lys Cys 
50 55 60 

Gin Gin Gin Met Ala Glu Asp Lys Ala Ser val Lys Ala Gin val Thr 
65 70 75 80 

Ser Leu Leu Gly Glu Leu Gin Glu Ser Gin Ser Arg Leu Glu Ala Ala 
85 90 95 

Thr Lys Asp Arg Gin Ala Leu Glu Gly Arg lie Arg Ala val Ser Glu 
100 105 ~ 110 

Gin val Arg Gin Leu Glu Ser Glu Arg Glu Val Leu Gin Gin Gin His 
115 120 125 

Ser val Gin val Asp Gin Leu Arg Met Arg Thr Arg Ala Trp Arg Leu 
130 135 140 

Pro Cys Glu Trp ser Gly Arg Leu Leu Gin Arg Arg ser Gly Thr Gly 
145 150 155 160 

Leu Gin Leu Gin Ala Ala Tyr His Gin Leu Phe Gin Asp Tyr Asp Ser 
165 * 170 175 

His lie Lys Ser ser Lys Gly Met Gin Leu Glu Asp Leu Arg Gin Gin 
180 185 190 
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Leu Gin Gin Ala Glu Glu Ala Leu val Ala Lys Gin Glu Leu lie Asp 
195 200 205 

Lys Leu Lys Glu Glu Ala Glu Gin His Lys lie Cys Asp Glu Thr val 
210 215 220 

<210> 7 

<211> 86 

<212> PRT 

<213> Homo sapiens 

<400> 7 

Met Asn Arg His Leu Trp Lys ser Gin Leu cys Glu Met val Gin Pro 
1 5 10 15 

Ser Gly Gly Pro Ala Ala Asp Gin Asp val Leu Gly Glu Glu ser Pro 
20 25 30 

Leu Gly Glu Asp Lys Ala ser val Lys Ala Gin val Thr ser Leu Leu 
35 40 45 

Gly Glu Leu Gin Glu Ser Gin Ser Arg Trp Glu Cys Cys Pro Leu Thr 
50 55 60 

Met His Thr Gly Ala Leu Leu Leu Gly Cys Met Leu Phe His Phe Ala 
65 70 75 80 

Ala Arg Pro Met Cys lie 
85 

<210> 8 
<211> 577 
<212> PRT 
<213> unknown 

<220> 

<223> Unknown 
<400> 8 

Met Ser His Gin Pro Leu Ser Cys Leu Thr Glu Lys Glu Asp Ser Pro 
1 5 10 15 

ser Glu Ser Thr Gly Asn Gly Pro Pro His Leu Ala His Pro Asn Leu 
20 25 30 

Asp Thr Phe Thr Pro Glu Glu Leu Leu Gin Gin Met Lys Glu Leu Leu 
35 40 45 

Thr Glu Asn His Gin Leu Lys Glu Ala Met Lys Leu Asn Asn Gin Ala 
50 55 60 

Met Lys Gly Arg Phe Glu Glu Leu Ser Ala Trp Thr Glu Lys Gin Lys 
65 70 75 80 
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G"lu Glu Arg Gin Phe Phe Glu lie Gin Ser Lys Glu Ala Lys Glu Arg 
85 90 95 

Leu Met Ala Leu Ser His Glu Asn Glu Lys Leu Lys Glu Glu Leu Gly 
100 105 110 

Lys Leu Lys Gly Lys ser Glu Arg ser ser Glu Asp Pro Thr Asp Asp 
115 120 125 

Ser Arg Leu Pro Arg Ala Glu Ala Glu Gin Glu Lys Asp Gin Leu Arg 
130 135 140 

Thr Gin val val Arg Leu Gin Ala Glu Lys Ala Asp Leu Leu Gly lie 
145 150 155 160 

val Ser Glu Leu Gin Leu Lys Leu Asn Ser Ser Gly Ser ser Glu Asp 
165 170 175 

ser Phe val Glu lie Arg Met Ala Glu Gly Glu Ala Glu Gly ser val 
180 185 190 

Lys Glu lie Lys His Ser Pro Gly Ser Thr Arg Thr val Ser Thr Gly 
195 200 ' 205 

Thr Ala Leu Ser His Tyr Arg Arg Arg ser Ala Asp Gly Ala Lys Asn 
210 215 220 

Tyr Phe Glu His Glu Glu Leu Thr Val Ser Gin Leu Leu Leu Cys Leu 
225 230 235 240 

Arg Glu Gly Asn Gin Lys val Glu Arg Leu Glu val Ala Leu Lys Glu 
245 250 255 

Ala Lys Glu Arg Val Ser Asp Phe Glu Lys Lys Thr Ser Asn Arg Ser 
260 265 270 

Glu lie Glu Thr Gin Thr Glu Gly Ser Thr Glu Lys Glu Asn Asp Glu 
275 280 285 

Glu Lys Gly Pro Glu Thr val Gly Ser Glu val Glu Ala Leu Asn Leu 
290 295 300 

Gin Val Thr Ser Leu Phe Lys Glu Leu Gin Glu Ala His Thr Lys Leu 
305 310 315 320 

Ser Glu Ala Glu Leu Met Lys Lys Arg Leu Gin Glu Lys cys Gin Ala 
325 330 335 

Leu Glu Arg Lys Asn Ser Ala lie Pro Ser Glu Leu Asn Glu Lys Gin 
340 345 350 
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Glu Leu Val Tyr Pro Asn Lys Lys Leu Glu Leu Gin val Glu Ser Met 
355 360 365 

Leu ser Glu lie Lys Met Glu Gin Ala Lys Thr Glu Asp Glu Lys Ser 
370 375 380 

Lys Leu Thr val Leu Gin Met Thr His Asn Lys Leu Leu Gin Glu His 
385 390 395 400 

Asn Asn Ala Leu Lys Thr lie Glu Glu Leu Thr Arg Lys Glu Ser Glu 
405 410 ~ 415 

Lys val Asp Arg Ala val Leu Lys Glu Leu Ser Glu Lys Leu Glu Leu 
420 425 430 

Ala Glu Lys Ala Leu Ala Ser Lys Gin Leu Gin Met Asp Glu Met Lys 
435 440 445 

Gin Thr lie Ala Lys Gin Glu Glu Asp Leu Glu Thr Met Thr lie Leu 
450 455 460 

Arg Ala Gin Met Glu val Tyr Cys Ser Asp Phe His Ala Glu Arg Ala 
465 470 475 480 

Ala Arg Glu Lys lie His Glu Glu Lys Glu Gin Leu Ala Leu Gin Leu 
485 490 495 

Ala val Leu Leu Lys Glu Asn Asp Ala Phe Glu Asp Gly Gly Arg Gin 
500 505 510 

Ser Leu Met Glu Met Gin ser Arg His Gly Ala Arg Thr Ser Asp Ser 
515 520 525 

Asp Gin Gin Ala Tyr Leu val Gin Arg Gly Ala Glu Asp Arg, Asp Trp 
530 535 540 

Arg Gin Gin Arg Asn He Pro lie His Ser Cys Pro Lys Cys Gly Glu 
545 550 555 560 

val Leu Pro Asp lie Asp Thr Leu Gin lie His val Met Asp Cys lie 
565 570 575 

lie 



<210> 9 

<211> 4 

<212> PRT 

<213> Unknown 

<220> 
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<223> Unknown 



<220> 

<221> mi sc_f eature 

<222> (1) . . (1) 

<223> Asp is modified by acetyl (Ac). 
<220> 

<221> mi sc_f eature 

<222> (4) . . (4) 

<223> Asp is modified by 4-methyl -coumaryl -7-amide (AMC) . 

<400> 9 

Asp Glu Val Asp 
1 
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